Yunnan Province, P. R. China is considered to be one of the world's key biodiversity hotspots. The ecosystem is characterized by the occurrence of a large number of endemic species of plants and animals. However, extensive studies of the yeast diversity from this ecosystem are scarce; only eight yeast species have been described from natural sources in the ecosystem (Bai et al., 2001a (Bai et al., , 2001b (Bai et al., , 2002 Zhao et al., 2003; Wang & Bai, 2008) . During a survey of yeasts associated with various substrates from the phosphorus-rich region in Jinning County, Yunnan Province, several strains were isolated. Five strains were obtained from flowers of Erianthus rufipilus (Gramineae). Sequence analysis of the D1/D2 regions of the large subunit (LSU) of the rRNA gene showed that the new species belongs to the Starmerella clade and is closely related to Candida bombi and Candida apicola.
Yeast isolation and characterization
Ten flowers of Erianthus rufiplus were randomly collected at a distance of at least 10 m from each other in November 2009 in Jinning County, Yunnan Province (24 u 379 N, 102 u 419 E). Collected flowers were stored in polyethylene plastic bags, transported to the laboratory, washed with sterile distilled water, and shredded. Shredded flowers were placed in Erlenmeyer flasks with 100 ml sterile distilled water and incubated on a shaker (150 r.p.m.) at room temperature for 30 min. 200 ml of the resulting culture was spread on acidified yeast extract-malt extract agar (acidified YM: 0.5 % peptone, 0.3 % yeast extract, 0.3 % malt extract, 1 % glucose and 1.8 % agar; before pouring into Petri dishes, 0.7 % (v/v) 1M hydrochloric acid was added, resulting pH 3.7 to 3.8). After incubation at 25 u C for 7 days, yeast colonies were picked and purified by streaking on YM agar. Purified yeast strains were maintained on YM slants or preserved by freeze-drying for later identification.
The strains were characterized by standard methods described by Yarrow (1998) and Kurtzman et al. (2011) . Identities were verified using the keys of Kurtzman & Fell (1998) . The isolated strains used for the examination of ascospores were incubated on Fowell's acetate agar, cornmeal agar, malt extract agar and V8 agar (Yarrow, 1998) , individually or as pairwise mixtures on the sporulation medium. The ascospore production was investigated every week for one month at 25 u C.
DNA sequencing and phylogenetic analysis
Nuclear DNA extraction was carried out as described previously (Nisiotou et al., 2007) . The D1/D2 variable domains of the large-subunit rRNA gene were amplified using the primers NL1 and NL4 (Kurtzman & Robnett, 1998) .The sequences were compared pairwise using a BLASTN search (Altschul et al., 1990) and aligned with the sequences of related species retrieved from GenBank using the multiple alignment program CLUSTAL_X (Thompson et al., 1997) . Phylogenetic trees were constructed by the neighbour-joining (Saitou & Nei, 1987) method in MEGA4 software (Tamura et al., 2007) . Evolutionary distances were calculated according to the Kimura's two-parameter model (Kimura, 1980) . Bootstrap analysis was used to evaluate the tree topology by means of 1000 resamplings (Felsenstein, 1985) .
Species delineation and ecology
Several different yeast species were isolated from the flowers of Erianthus rufiplus. These species included Aureobasidium pullulans, Candida species, Cryptococcus flavescens, Pseudozyma graminicola, Pseudozyma fusiformata, Rhodotorula mucilaginosa, Rhodotorula graminis, Schwanniomyces polymorphus and Wickerhamomyces anomalus. Five isolates Ym24403, Ym24404, Ym24408, Ym24409 and Ym24410
T from different flowers of Erianthus rufiplus showed identical morphological and physiological characteristics. Their D1/D2 domain sequences were identical. In the phylogenetic tree based on D1/D2 sequences, this group represented by strain Ym24410
T is located in the Starmerella clade and is most closely related to Candida bombi NRRL Y-17081 T and an undescribed species, Candida sp. UWOPS 00-107.2 (Fig. 1) . Strain Ym24410 T differs from the type strain of C. bombi NRRL Y-17081 T and Candida sp. UWOPS 00-107.2 by 5.9 % nucleotide substitutions (26 substitutions out of 434 nt) and 7.4 % nucleotide substitutions (33 substitutions out of 434 nt) respectively, in the D1/D2 domains. These significant differences suggest that the five novel strains represent a novel yeast species (Kurtzman & Robnett, 1998) .
The strains of the novel species proliferated by multilateral budding (Fig. 2) . Pseudohyphae and hyphae were not formed. Ascospores were not produced from individual strains or mixed culture on Fowell's acetate agar, cornmeal agar, malt extract agar or V8 agar incubated 25 u C for 30 days. S. jinningensis differs from the closely related C. bombi and C. apicola by the inability to ferment glucose, sucrose and raffinose, the inability to assimilate D-gluconate and glycerol, and the ability to T with respect to closely related species. The phylogenetic tree was constructed from evolutionary distance data with Kimura's two-parameter correction (Kimura, 1980) , using the neighbour-joining method. Numbers at nodes indicate the percentages of bootstrap sampling, derived from 1000 replications; only values ¢50 % are shown. Bar, 5 substitutions per 100. In medio liquido cum glucoso et extracto levidinis post dies tres cellulae (3-563-5 mm), singulae aut binae, per gemmationem reproducentes (Fig. 1) . Post 1 mensem sedimentum formatur. Cultura in agaro cum glucoso et extracto levidinis post dies 7 ad 25 uC, brunneola, convexa, glabra. In agaro farinae Zea mays post dies 10 ad 25 u C mycelium et pseudomycelium nulla. Asci non formantur. Fermentatio nulla, glucosum, L-sorbosum, sucrosum, D-mannitolum, raffinosum, glycerolum(infirm), galactosum, xylitol, acidum succinicum, assimilantur at non ribitolum, maltosum, cellobiosum, trehalosum, melibiosum, melezitosum, inulinum, D-xylosum, L-arabinosum, D-arabinosum, D-ribosum, L-rhamnosum, D-glucosaminum, erythritolum, methyl a-D-glucosidum, acidum 2-keto-D-gluconicum, D-glucitolum, salicinum, arbutinum, propane 1,2 diolum, In glucose-yeast extract broth after 3 days at 25 u C, cells are globose (3-563-5 mm), isolated or in pairs. Budding is multilateral. Sediment is formed after 1 month, but no pellicle is observed. On regular YM after 7 days at 25 u C, colonies are convex, smooth and brownish with regular margins. In Dalmau plate after 10 days at 25 uC on cornmeal agar, pseudohyphae or hyphae are not formed. Ascospore production was not observed. Glucose is not T is MB801580.
